Key indicators: single-crystal X-ray study; T = 110 K; mean (C-C) = 0.003 Å; R factor = 0.036; wR factor = 0.103; data-to-parameter ratio = 13.6.
In the title square-planar copper complex, [Cu(C 20 H 22 N 2 O 6 )], the Cu-N and Cu-O bond lengths are significantly longer than those of its isostructural nickel analog. The title structure is related to that of the corresponding monohydrate. There are significant differences in the conformations of the two complexes. While the monohydrate is mainly planar, in the title compound there is a slight twist in the two benzene rings at each end of the complex [dihedral angle = 13.14 (6) ]. All the atoms of the methoxy substitutents are in the plane of the ring to which they are attached (r.m.s. deviation = 0.0079 Å ) except for one of the methoxy C atoms, which deviates slightly [0.309 (4) Å ]. In the crystal, weak C-HÁ Á ÁO intermolecular interactions link the molecules.
Related literature
For similar Cu-salen {salen is 2,2 0 -[ethane-1,2-diylbis(nitrilomethylidyne)]diphenolate}complexes, see: Labisbal et al. (1994) . For the isostructural nickel analog, see: Assey et al.
.
Experimental
Crystal data [Cu(C 20 Data collection: CrysAlis PRO (Oxford Diffraction, 2009); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008); molecular graphics: SHELXTL (Sheldrick, 2008); software used to prepare material for publication: SHELXTL. Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (17) 0.00107 (9) 0.00301 (11) −0.00065 (9) O1 0.0278 (7) 0.0090 (6) 0.0146 (6) 0.0013 (5) 0.0072 (5) −0.0015 (5) O2 0.0322 (8) 0.0100 (6) 0.0109 (6) 0.0046 (5) 0.0015 (5) −0.0010 (5) O3 0.0366 (8) 0.0101 (6) 0.0186 (7) 0.0025 (6) 0.0079 (6) 0.0007 (5) O4 0.0285 (7) 0.0139 (6) 0.0120 (6) 0.0037 (5) 0.0051 (5) −0.0032 (5) O5 0.0241 (7) 0.0095 (6) 0.0157 (6) 0.0039 (5) 0.0020 (5) −0.0023 (5) O6 0.0298 (8) 0.0162 (7) 0.0113 (6) 0.0003 (5) 0.0041 (5) −0.0029 (5) N1 0.0202 (8) 0.0125 (8) 0.0107 (7) 0.0006 (6) 0.0007 (6) 0.0016 (6) N2 0.0197 (8) 0.0105 (7) 0.0124 (7) 0.0019 (6) 0.0027 (6) 0.0008 (6) C1 0.0160 (8) 0.0103 (8) 0.0151 (8) −0.0011 (6) 0.0023 (7) −0.0028 (7) C2 0.0192 (9) 0.0135 (9) 0.0135 (8) −0.0025 (7) 0.0046 (7) −0.0011 (7) C3 0.0204 (9) 0.0099 (9) 0.0184 (9) −0.0010 (7) 0.0022 (7) 0.0003 (7) C4 0.0316 (11) 0.0138 (9) 0.0210 (10) 0.0044 (8) 0.0104 (8) 0.0048 (7) C5 0.0229 (10) 0.0119 (9) 0.0171 (9) 0.0013 (7) 0.0032 (7) −0.0044 (7) C6 0.0163 (9) 0.0152 (9) 0.0145 (8) −0.0014 (7) 0.0022 (7) −0.0035 (7) C7 0.0217 (9) 0.0174 (9) 0.0153 (8) 0.0026 (7) 0.0045 (7) −0.0055 (7) C8 0.0176 (9) 0.0105 (8) 0.0143 (8) −0.0005 (7) 0.0018 (7) −0.0019 (7) C9 0.0166 (9) 0.0160 (9) 0.0106 (8) −0.0002 (7) 0.0015 (6) −0.0026 (7) C10 0.0235 (10) 0.0140 (9) 0.0112 (8) 0.0021 (7) 0.0006 (7) 0.0012 (6) C11 0.0241 (10) 0.0132 (9) 0.0129 (8) 0.0011 (7) 0.0045 (7) 0.0019 (7) 
